Diet & geography shapes the indigenous tribal gut microbiome

Abhijit Kulkarni?, Emily Ebel?, Dattatray Mongadl, Matt Olm?2, Indira Devi3, Justin Sonnenburg?, Dhiraj Dhotre! and Yogesh Shouche 1

1 National Centre for Cell Science (NCCS), Pune, India
2Department of Microbiology, Stanford University, USA
3 Institute of Bioresources and Sustainable Development (IBSD),Imphal,India

Introduction Methodology

- GATACAG AT
OYTi17 GATACAL CAT
— — OTUL Zxracac -
GATACA JCAT

e : o <3 NCBI
I I I 1 1 1 . ° e ° . . ihe 109 hsd ‘ =_ - OTU3 égﬁiﬁﬁgﬁég SEEEh Ranes
* Indigenous lifestyle describes human evolutionary history and studying them can help Stringent inclusion - exclusion criteria to o I —— . "Siva,
. .. . . . . e Amplify and Group similar  Use database to
us gain deeper insights in host-microbiota co-evolution. target healthy adults (10/tribe, 1:1 sex ratio) <~ scauence6SIRNA seauencesinto OTUs Idenigy OTUS
Extract DNA

* Advantages of studying Indigenous populations : Subsistence Lifestyle, Low migration, Fecal sample as representative of gut
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Study Design & Sample collection Results

1. Geography influences gut microbiome composition
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Key Highlights < Unique lifestyle, food habits and environment contribute for a unique gut microbiome of Indian indigenous tribal community.
* High Abundance of Prevotella complex in the tribal gut microbiome. Emphasizes the need to study dominance of Prevotella in the Indian gut.
* Tribal microbiome provides for an untapped microbial reservoir of indigenous microbes with higher presence of VANISH taxa.
* Diet and geography selectively drives for the abundance of gut associated taxa. Core microbiome is population specific even within the same biogeography
* Understanding microbes associated with traditional Indian populations will be important to develop population-specific health interventions
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