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Introduction

Probiotics are amply studied and applied dietary supplements. Nevertheless, the emerging clinical evidence on probiotics-mediated potential risks, especially among
Immunocompromised individuals, necessitates careful and in-depth safety studies before clinical translation. In addition, the preponderance of probiotics In
fostering various theoretical risks, such as production of harmful metabolites and enzymes, virulence factors, drug resistance etc. have been increasingly reported.
Hence, It Is paramount to appraise the benefit-to-risk ratio of any potential probiotic strain before their human administration. In congruence with ICMR/ DBT
guidelines, the present study was undertaken to evaluate the pre-clinical safety and efficacy of potential probiotic Limosilactobacillus fermentum NCDC 400, an In-
house industrially important and potential probiotic strain, using suitable in silico approaches and in vivo models.
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